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3 <110> APPLICANT: KORDOWICZ, MARIA 

4 GUESSOW, DETLET 

5 HOFMANN, UWE 

6 PACUSZKA, TADEUSZ 

7 GARDAS, ANDRZEJ 

9 <120> TITLE OF INVENTION: HYALURONIDASE FROM THE HIRUDINARIA MANILLENSIS, 

10 ISOLATION, PURIFICATION AND RECOMBINANT METHOD OF 

11 PRODUCTION 

13 <130> FILE REFERENCE: MERCK 2332 

15 <140> CURRENT APPLICATION NUMBER: 10/009, 50GB 

16 <141> CURRENT FILING DATE: 2002-04-08 
18 <160> NUMBER OF SEQ ID NOS : 20 

20 <170> SOFTWARE: Patentin Ver. 2.1 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 488 

24 <212> TYPE: PRT 

25 <213> ORGANISM: 
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100 Thr Asn Ser Lys His Thr Gin Ser Arg Tyr Tyr Lys Gly Ser Leu Thr 

101 385 390 . 395 400 

103 He Phe Ala Leu Asn Val Gly Asp Glu Asp Val Thr Leu Lys He Asp 

104 405 410 415 
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119 485 

122 <210> SEQ ID NO: 2 

123 <211> LENGTH: 1464 

124 <212> TYPE: DNA 

125 <213> ORGANISM: Hirudinaria manillensis 

127 <220> FEATURE: 

128 <221> NAME/KEY: CDS 

129 <222> LOCATION: (1)..(1464) 

131 <220> FEATURE: 

132 <221> NAME/KEY: variation 

133 <222>" LOCATION: (667) . . (669) 

134 <223> OTHER INFORMATION: This codon codes for a Tyr or Asn 
136 <400> SEQUENCE: 2 
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Leu 


Ser 


Pro 


Gly 


J- y-^ 


Phe 


Arg 


Val 


Gly 


Gly 


Thr 


Phe 


^ o ^ 




^ u 










c c 










60 










9ft R 
o o 




/-isn 


irp 


Leu 




Phe 


Asp 


Leu 




V3X Ll 


Ash 


Asn 


Lys 


Tm 
1 xp 


Lys 


Asp 


9ft fi 

^ O \J 


D J 










70 










75 










80 


^ o o 


lyr 


irp 


rixa 




xjy o 




Xj y o 


X IIX 


Pm 


UX U 


Thr 


Ala 


Thr 


He 


Thr 


Arg 


9 ft Q 

^ O -7 










ft S 










90 










95 




9 Q1 


Arg 


Trp 


Leu 


irne 


Arcf 


Lys 


Gin 


Asn 


Asn 


Leu 


Lys 


Lys 


Glu 


Thr 


Phe 


Asp 


9Q9 








1 on 










X W «J 










110 






9Qa 




Leu 


V ax 


Lys 


Xj C U 


Thr* 

1 1 iX 




ox y 


OCX 


Lys 


Met 


Arg 


Leu 


Leu 


Phe 


Asp 


9QS 

^ _7 O 






X X »J 










1 90 

X VJ 










125 








9 Q7 


Leu 


Asn 


i\xa 


Pin 


V a X 


A"rrr 


Thr 


Gly 


iyr 


VjX u 


T 1 P 

X X c 


V3X y 


X( y o 


xjy o 


Mpi" 


Thr 


9QR 
^ ^ o 




J. J u 










X O J 










140 










O U \J 




Th r* 

1 ili 


irp 




OCX 


Ser 


Glu 


Ala 


X LI 


T.v*? 
xj_y o 


Leu 


Phe 


Lys 


Tvr 


Cys 


Val 


301 


J. *i J 










150 










155 










160 


o u o 




Lys 


oxy 


iyr 


Gly 


Asp 


Asn 


He 




irp 


\3 X LX 


XlC Ll 


vjx_y 


Asn 


Glu 


Pro 


J V/ 1 










X \J ^ 










170 










175 






7\ cm 


n J. o 


Th-r 

J. 1 iX 


OCX 


Ala 


His 


Asn 


Leu 


Thr 


Glu 


Lys 


Gin 


Val 


Gly 


Glu 


Asp 


^07 








180 










185 










190 






J V/ -7 


Ph<=» 


T .\7C; 


AT ^ 


XiC Li 


His 


Lys 


Val 


Leu 


Glu 


Lys 


Tvr 


Pro 


Thr 


Leu 


Asn 


Lys 


310 






X ^ ^ 










200 










205 










m V 




XIC5U 


V fl 1 


Glv 


Piro 


Asp 


Val 


w A Jf 




Met: 


Glv 


Val 


Seir 


Xaa 


Val 


313 




210 










215 










220 










315 


Lys 




Leu 


Ala 


Asp 


Glu 


Ala 


Glv 


Asp 


His 


Val 


Thr 


Ala 


Phe 


Thr 


Leu 


316 


225 










230 










235 










240 


318 


His 


Gin 


Tyr 


Tyr 


Phe 


Asp 


Gly 


Asn 


Thr 


Ser 


Asp 


Val 


Ser 


He 


Tvr 


Leu 


319 










245 










250 










255 




321 


Asp 


Ala 


Thr 


Tyr 


Phe 


Lys 


Lys 


Leu 


Gin 


Gin 


Leu 


Phe 


Asp 


Lys 


Val 


Lys 


322 








260 










265 










270 






324 


Asp 


Val 


Leu 


Lys 


Asp 


Ser 


Pro 


His 


Lys 


Asp 


Glu 


Pro 


Leu 


Trp 


Leu 


Gly 


325 






275 










280 










285 








327 


Glu 


Thr 


Ser 


Ser 


Gly 


Tyr 


Asn 


Ser 


Gly 


Thr 


Glu 


Asp 


Val 


Ser 


Asp 


Arg 


328 




290 










295 










300 










330 


Tyr 


Val 


Ser 


Gly 


Phe 


Leu 


Thr 


Leu 


Asp 


Lys 


Leu 


Gly 


Leu 


Ser 


Ala 


Ala 


331 


305 










310 










315 










320 


333 


Asn 


Asn 


Val 


Lys 


Val 


Val 


He 


Arg 


Gin 


Thr 


He 


Tyr 


Asn 


Gly 


Tyr 


Tyr 


334 










325 










330 










335 




336 


Gly 


Leu 


Leu 


Asp 


Lys 


Asn 


Thr 


Leu 


Glu 


Pro 


Asn 


Pro 


Asp 


Tyr 


Trp 


Leu 


337 








340 










345 










350 






339 


Met 


His 


Val 


His 


Asn 


Ser 


Leu 


Val 


Gly 


Asn 


Thr 


Val 


Phe 


Lys 


Val 


Asp 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 03/05/2003 

PATENT APPLICATION: US/10/009, 500B TIME: 15:15:16 

Input Set : A:\Merck233.app 

Output Set: N:\CRF4\03052003\J009500B.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explcuiation is presented in the <220> 
to <223> fields of each sec[uence which presents at least one n or Xaa. 

Seq#:2; Xaa Pes. 223 
Seq#:3; Xaa Pos. 223 
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VERIFICATION SUMMARY DATE: 03/05/2003 

PATENT APPLICATION: US/10/009, BOOB TIME: 15:15:16 

Input Set : A:\Merck233.app 

Output Set: N:\CRF4\03052003\J009500B.raw 

L:190 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:2 after pos.:672 
L:312 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:3 after pos.:208 
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